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Human ATG7, Tag Free Protein

Product name: Human ATG7, Tag Free

Species reactivity: Human

Bio-Activity: Testing in progress.

Protein construction
description:

A DNA sequence encoding the human ATG7 protein (O95352-1) (Met 323-Ile 703) was expressed with tag
free.

Background: Autophagy related 7 is a protein in humans encoded by ATG7 gene. Related to GSA7; APG7L; APG7-LIKE.
ATG 7, present in both plant and animal genomes, acts as an essential protein for cell degradation and its
recycling. The sequence associates with the ubiquitin- proteasome system, UPS, required for the unique
development of an autophagosomal membrane and fusion within cells. ATG7 was identified based on homology
to yeast cells Pichia pastoris GSA7 and Saccharomyces cerevisiae APG7. The protein appears to be required
for fusion of peroxisomal and vacuolar membranes. Autophagy is an important cellular process that helps in
maintaining homeostasis. It goes through destroying and recycling the cytoplasmic organelles and
macromolecules. During the initiation of autophagy, ATG7 acts like an E-1 enzyme for ubiquitin-like proteins
(UBL) such as ATG12 and ATG8. ATG7 helps these UBL proteins in targeting their molecule by binding to them
and activating their transfer to an E-2 enzyme. ATG7's role in both of these autophagy-specific UBL systems
makes it an essential regulator of autophagosome assembly. Homologous to the ATP-binding and catalytic sites
of E1 activator proteins, ATG7 uses its cysteine residue to create a thiol-ester bond with free Ubiquitin molecules.
Through UPS, Ubiquitin will continue to bind to other autophagy-related proteins, E2 conjugation proteins and
E3 protein ligases, to attach Ubiquitins to a target substrate to induce autophagy. ATG 7 is often associated with
ATG12/ ATG5 sequenced ubiquitination cascade. As well in presence of p53 cell cycle pathways during
stressed and nutrient poor environments.

Purity: >95% as determined by SDS-PAGE.

Endotoxin: Less than 1.0 EU per μg by the LAL method.

Fragment region: ATG7 (323-703)

Source: E.coli

Accession: O95352-1

Predicted molecular mass: 42.5 kD

Formulation: Lyophilized from a 0.2 μm filtered solution of PBS, pH7.4, 5% Trehalose, 5% mannitol.

Reconstitution: Reconstitute at 250 μg/ml in sterile water.

Storage: Please avoid repeated freeze-thaw cycles. Samples are stable for up to twelve months from date of receipt at -
20℃ to -80℃ It is recommended that aliquot the reconstituted solution to minimize freeze-thaw cycles.
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Fig1: Protein on SDS-PAGE under reducing (R) condition.
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