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Human HVEM/TNFRSF14, Tag Free (ECD) Protein

Product name: Human HVEM/TNFRSF14, Tag Free (ECD)

Species reactivity: Human

Bio-Activity: Testing in progress.

Protein construction
description:

A DNA sequence encoding the human HVEM/TNFRSF14 protein (Q92956-1) (Leu 39-Val 202) was
expressed with tag free.

Background: Receptor for four distinct ligands: The TNF superfamily members TNFSF14/LIGHT and homotrimeric
LTA/lymphotoxin-alpha and the immunoglobulin superfamily members BTLA and CD160, altogether defining a
complex stimulatory and inhibitory signaling network. Signals via the TRAF2-TRAF3 E3 ligase pathway to
promote immune cell survival and differentiation. Participates in bidirectional cell-cell contact signaling between
antigen presenting cells and lymphocytes. In response to ligation of TNFSF14/LIGHT, delivers costimulatory
signals to T cells, promoting cell proliferation and effector functions. Interacts with CD160 on NK cells, enhancing
IFNG production and anti-tumor immune response. In the context of bacterial infection, acts as a signaling
receptor on epithelial cells for CD160 from intraepithelial lymphocytes, triggering the production of antimicrobial
proteins and pro-inflammatory cytokines. Upon binding to CD160 on activated CD4+ T cells, down-regulates
CD28 costimulatory signaling, restricting memory and alloantigen-specific immune response. May interact in cis
(on the same cell) or in trans (on other cells) with BTLA. In cis interactions, appears to play an immune
regulatory role inhibiting in trans interactions in naive T cells to maintain a resting state. In trans interactions, can
predominate during adaptive immune response to provide survival signals to effector T cells.

Purity: >95% as determined by SDS-PAGE.

Endotoxin: Less than 1.0 EU per μg by the LAL method.

Fragment region: HVEM/TNFRSF14 (39-202)

Source: HEK293

Accession: Q92956-1

Predicted molecular mass: 17.7 kD

Formulation: Lyophilized from a 0.2 μm filtered solution of PBS, pH7.4, 5% Trehalose, 5% mannitol.

Reconstitution: Reconstitute at 250 μg/ml in sterile water.

Storage: Please avoid repeated freeze-thaw cycles. Samples are stable for up to twelve months from date of receipt at -
20℃ to -80℃ It is recommended that aliquot the reconstituted solution to minimize freeze-thaw cycles.



Images

Fig1: Protein on SDS-PAGE under reducing (R) condition.
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